ABSTRACT Cattle are primary reservoirs of Escherichia coli O157:H7, a causative agent of severe human infections. To facilitate analyses of the communities in which this pathogen is found, we sequenced the fecal metagenomes of 10 dairy cows shedding E. coli O157:H7 and added them to the public domain.
O157:H7 carriage and shedding in ruminants. A detailed report of the results of comparative analyses of these metagenomes will be published elsewhere.
Data availability. The metagenomes of these 10 fecal samples have been deposited in GenBank under the accession numbers listed in Table 1 .
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